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S1 Fig. Umbra-like viruses contain 3ʹ RNA structures similar to umbraviruses. A. Genome organization of
umbraviruses, Group 1 umbra-like viruses (ULVs), and Group 2/Class 2 ULV CY1. B. Secondary structure and
tertiary interactions either known or predicted to occur at the 3ʹ terminus of ULVs and umbraviruses. Tertiary
interactions are color coded. Conserved residues are in red. PEMV2, umbravirus pea enation mosaic virus; ArULV,
arborvitae umbra-like virus (OQ102001); AgULV, Ageratum virus 1 (OP660856); CY1, Citrus yellow vein associated
virus 1 (JX101610).
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